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frTRAPEaloha, MALKVLLEQE 
hTRAIN_l MALKVLLEQE 
hTRAPBbeta^l MALKVLLEQE 
V hApo420pep MALKVLLEQE 
Consensus MALKVLLEQE 

51 

h$RADEalpha_ QCQP$MELSK 
hTRAIN_l QC$P§MELSK 
h^RADEbeta_l QCQPQMELSK 
; : hApo420pep QCQPQMELSK 
& Consensus QC§ P^MELSK 
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hrkADEalpha^ FQKAtfCSATS 
hTRAIN^.1 FQKAMCSATS 

ri'feADEbeca w l FQKANCSATS 
s hApo420pep FQKANCSATS 
q Consensus FQKANCSATS 

l-f 1S1 

li^RADEalpha. SKVNLVKIAS 
^ hTRAUUL SKVNLVKIAS 

nlRA0Ebeta_l SKVNLVKIAS 
|,^hApo420pep SKVNLVKIAS 
Consensus SKVNLVKIAS 

201 

hTRADEalpha_ KFSWSLRSQD 
hTRAI*L.l KPSWSLRSQD 
hTRADEbeta_l KPSWSLRSQD 
hApo420pep KPSWSLRSQD 
Consensus KPSWSLRSQD 
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hTRAD£alpha_ LPSMCCEEAC 
hTRAIN_l LPSMCCEEAC 
hTRADEbeta_l LPSMCCEEAC 
hApo420pep LPSMCCEEAC 
Consensus LPSMCCEEAC 



KTFFTLLVLL CJYLSCKVTCE 
KTFFTLLVLL ^YLSCKVTCE 
KTFFTLLVLL ^YLSCKVTCE 
KTFFTLLVLL QYLSCKVTCE 
KTFFTLLVLL <JYLSCKVTCE 



EC^FC|YqEDA QCVTCRLHRF 
ECQF^YQEDA QCVTCRLHRF 
EC§F§YQEDA QCVTQRLHRF 
ECQF^Y<$EDA QCyAjJJRLHRF 
EC§F§Y§EDA QCVTCRLHRF 



OAIC^DCLP^ FYRKTKLV^F 
DAIC<3pCLP<5 FYRKTKLViJF 
DAIC*5PCLP<5 FYRKTKLVGjF 
DAICODCLP5 FYRKTKLV£|F 
DAIC^DCLPGf FYRKTKLV<5F 



TASSPRDTAL AAVICSALAT 
TASSPRDTAL AAVICSALAT 
TASSPRDTAL AAVICSALAT 
TASSPRDTAL AAVICSALAT 
TASSPRDTAL AAVICSALAT 



IQYN^SELSC FDRPQLHEYA 
IQYM^SELSC FDRPQLUEYA 
IQYN^SELSC LDRPQLHEYA 
IQYWETELSC FDRPQLUKYA 
XQYNgSELSC FDRPQLHEYA 



SPNPATL^CQ VHSAASLQAR 
SPNPATL^C^ VHSAASLQAR 
SPNPATL^CQ VHSAASLQAR 
SPKPATL^C^ WSAASLQAR 
SPNPATL^Wi VHSAASLQAR 



SO 

S{?DCRQQEFR DRS$NCVPC.\ r 
S5DCRQ0EFR DRS$>jCVPCi\ 
TSDCRQQEFR DRS^NCVPCM 
SSDCRQQEFR DRS^VCVPCN 
SSDCRQQEFR DRS^iCVPCrv 

100 

KEDW^FQKCK PCLDCAW:\R 
KEDWQFOKCK PCLDCAW^R 
KEDWQFQKCK FCLDCAWKR 
KEBW^FQKCK PCLDCAVWjR 
KEDW^FQKCK PCLDCAWtfR 

ISO 

Q0MECVPC§D PPPPYEPKCA 
QOMECVPC^D PPPPYEPHCA 
QDMECVPC^D PPPPYEPHCA 
QDMECVPC^D PPPPYEPHCA 
QDMECVPC<p PPPPYEPHCA 

200 

VLLALLILCV IYCKRQFMEK 
VLLALLILCV IYCKRQFMEK 
VLLALLILCV IYCKRQFMEK 
VLLALLILCV IYCKRQFMEK 
VLLALLILCV IYCKRQFMEK 

250 

&RACCQCRRD SVQTC^PVRL 
HRACCQCRRD SVQTCQPVRL 
HRACCQCRRD SVQTCQPVRL 
f^ACCQCRRD SVQTCQFVRL 
HRACCQCRRD SVQTC^PVRL 

300 

AiA^PAQSMVP TFF^SLTQSI 
iJAGjPA^EMVP TFFQSLTQSI 
NA^PA^EMVP TFFQSLTQSI 
flA^PAi?EMVP TFFSSLTQSI 
NA$PA<*EMVP TFP^SLTQSI 
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hTRADEalplUL- CGfEFSDAWPL HQNPMQQDNX 
hTOAXNLl CQEFfiDWttfiL HQUEftQJQDNX 
hTRADEbet^L-1 GQEFSCAWPI, KQKPM^qDM 
hApo420pep CQEFSDAWPL KQtfPHq<JDNl 

Consensus cGefsdawpl mqnpmqqdni 

351 

hTRADEa lpha_ SSQDLVfiJSjAV PVQSKSENFT 
hTRAIK— 1 SSQDLVgJQAV PVQSHSEttFT 
hTRADEbeta_l SSQDLV<?§AV PVQSKSENFT 
hApo420pep SSQDLV^QAV PVQSWSENFT 
Consensus SSQDLVQQAV PVQSHSENFT 

401 

hTRADEa lpha_ ES^AIIHPAT QTSLQEA 

hTRAXN_l ESQAVlHPAT QTSLQEA 

hTRADEbeta_l ES$AXI*4PAT QTSLQVRQRL 
hApo420pep ES^AVIWPAT QTSLQVRQRL 
Consensus ES<JA-IHPAT QTSLQ — QRL 



150 

SFCDSYSELtt CjEDIKSIiNPB IiESSTSLDSX 
fiPCDSCTELT <$EDI«StiNPE tiE8S96LD5N 
SFCDSYFELA QEDIHSLKPE LBSOTSLDSN 
SFCDSYPELT QEDTHSLtfPS LESSTSLDSN 
SFCDSYPELT QEDIHSLMPE LESSTSLDStf 

400 

AATOLSRVNW TLVESASTQD ALTMRSQLDQ 
AATDLSRYNN TLVESASTQD ALTMRSQLDQ 
AATDLSRYNM TLVESASTQD ALTMRSQLDQ 
AATDLSRYNW TLVESASTQD ALTMRSQLDQ 
AATDL S R YjtffC TLVESASTQD ALTMRSQLDQ 

423 

<*SL 
QSL 
£SL 
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